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Abstract

Sex determination of sturgeons is one of the most appealing subjects towards both
fisheries researchers and fish farmers. Molecular sex identification of these fishes using
traditional methods have not had positive results, while due to the new advanced
genome sequencing approaches known as NGS, it is now possible to detect and track
the sexually divergent regions. Hence, based on the whole genome sequencing approach
in two distinct studies, genomic regions harboring sex information in sturgeons were
characterized and confirmed the ZZ/ZW sex-determination system in sturgeons. The
presence of different sex-specific sequences in sturgeons indicates the presence of
different sex-specific genomic regions for sturgeons. In the present paper, in addition to
review the conducted studies on sturgeon’s sex identification, an applicable list of
newly found genetic markers in sex determination of sturgeons are presented towards
the beneficiaries and to improve the aquaculture industry of sturgeons. Furthermore,
considering the high-quality results obtained by molecular tools in one hand and non-
invasive feature of this method during sampling on the other hand, the usage of new
universal markers namely AllWsex2 and SM4 is highly suggested as a novel technique
in sturgeons’ sex determination in replace of traditional approaches such as
ultrasonography and laparoscopy.
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