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(Symbol code: Black, non-H. pylori Proteobacteria; Blue, Acidobacteria; Red, Actinobacteria; Green, Firmicutes; Brown,
H. pylori. Yellow cell, dendritic cell; Orange cell, pro-inflammatory T cell.)
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Human Microbiome

Mohammadpour N. and Aminzadeh S.
National Institute of Genetics and Biotechnology

Abstract

Humans are almost identical in their genetic pattern, but the slight differences in our DNA lead
to remarkable phenotypic variation among the human population. There are a variety of
microbial communities and their genes (microbiomes) in the human body that play an essential
role in human health and disease. The microbes inhabiting our bodies is quite a bit more
variable, with only a third of its constituent genes found in a majority of healthy individuals. For
decades, they have been researching the human microbiome as a human microbiome project and
have been studying the human microbiome and examining the effects of the microbiome on
behavior, mood, autoimmune disease and neurological immunity, most of which conflict with
the gut microbiota. Return. This human microbiome project examines the largest group and
body of body biomasses separately. Studies on the human microbiome show that even healthy
people are different in the microbes found in habitats such as the gut, skin, mouth, and vas
deferens. Much of this diversity is still unknown, although host diet, environment, and genetics

are all involved.

Key words: Human microbiome, Human microbiome project, Microbiota
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